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AF081469 936 bp DNA linear PLN ll-JUN-1999 

Stachybotrys chartarum strain UAMH 7900 18S ribosomal RNA gene, 
partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA 
gene and internal transcribed spacer 2, complete sequence; and 28S 
ribosomal RNA gene, partial sequence. 
AF081469 

AF081469.1 GI: 3420911 

Stachybotrys chartarum 
Stachybotrys chartarum 

Eukaryota; Fungi; Ascomycota; mitosporic Ascomycota; Stachybotrys. 

1 (bases 1 to 936) 
Haugland, R. A. and Heckman^J.L. 

Identification of putative sequence specific PCR primers for 
detection of the toxigenic fungal species Stachybotrys chartarum 
Mol. Cell. Probes 12 (6), 387-396 (1998) 
9843656 

2 (bases 1 to 936) 
Haugland, R. A. and Heckman,J.L. 
Direct Submission 

Siibmitted (30- JUL-1998) Microbiological & Chemical Exposure 
Assessment Research Division, National Exposure Research 
Laboratory, U.S. Environmental Protection Agency, 26 W. Martin 
Luther King Dr., Cincinnati, OH 45268, USA 
Location/Qualifiers 
1. .936 

/organism=" Stachybotrys chartarum" 
/mol_type=" genomic DNA" 
/strain="UAMH 7900" 
/db_xref = " taxon : 74722 " 
/tissue_type="mycelia" 
<1. .361 

/product="18S ribosomal RNA" 
362. .520 

/product=" internal transcribed spacer 1" 
/note="ITSl" 
521. .677 

/products " 5 . 8S ribosomal RNA" 
678. .855 

/product=" internal transcribed spacer 2" 
/note="ITS2" 
856. .>936 

/product="28S ribosomal RNA" 
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1 ccttagatgt cctgggctgc acgcgcgtta cactgacgga gccagcgagt acttccttgt 
61 ccgaaaggtc cgggtaatct tgttaaactc cgtcgtgctg gggatagagc attgcaatta 
121 ttgctcttca acgaggaatc cctagtaagc gcaagtcatc agcttgcgtt gattacgtcc 
181 ctgccctttg tacacaccgc ccgtcgctac taccgattga atggcttagt gaggcgttcg 
241 gactggtcca gggaggtggg caactaccac ccaggaccgg aaagttctcc aaacttggtc 
301 atttagagga agtaaaagtc gtaacaaggt ctccgttggt gaaccagcgg agggatcatt 



361 accgagttta caactcccaa acccttatgt 
421 cgccccggcg ccctgcgccc ggatccaggc 
481 ttttcagtat tctctgagtg gcaaacgcaa 
541 cttggctctg gcatcgatga agaacgcagc 
601 ttcagtgaat catcgaatct ttgaacgcac 
661 cctgtccgag cgtcatttca accctcaggg 
721 ggatcggccc gccccgcgcg gcgccgtccc 
781 cccctgcgta gtagttacaa cctcgcatcg 
841 cgactttctg aacgttgacc tcggatcagg 
901 ataagcggag gaaaagaaac caacagggat 



gaaccgtacc tatcgttgct tcggcgggaa 
gcccgccgga gaccccaaac tcttgtgttt 
aaataaatca aaacttttaa caacggatct 
gaaatgcgat aagtaatgtg aattgcagaa 
attgcgcccg ttagcattct agcgggcatg 
tccccgttcc ggcggggaac ctggtgttgg 
ccaaattcag tggcggtctc gctgcagcct 
gagctcagcg cggccacgcc gtaaaacccc 
taggaatacc cgctgaactt aagcatatca 
tgcctc 
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